Related literature

Data collection
Bruker SMART 1000 CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.951, T max = 0.957 4097 measured reflections 2900 independent reflections 2332 reflections with I > 2(I) R int = 0.016 Refinement R[F 2 > 2(F 2 )] = 0.037 wR(F 2 ) = 0.103 S = 1.03 2900 reflections 203 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.20 e Å À3 Á min = À0.25 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) Àx; Ày þ 2; Àz þ 1.
Data collection: SMART (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. 
2-Chloro
Comment
Schiff bases usually possess excellent biological properties, such as antibacterial, antimicrobial, and antitumor (Mohamed et al., 2009; Ritter et al., 2009; Bagihalli et al., 2008) . Recently, a large number of Schiff bases derived from the reaction of aldehydes with benzohydrazides have been reported (Fun et al., 2008; Shafiq et al., 2009; Goh et al., 2010) . In this paper, the crystal structure of the title new Schiff base derived from the condensing of 5-hydroxy-2-nitrobenzaldehyde with 2-chlorobenzohydrazide in methanol is reported.
Bond lengths in the title molecule ( Fig. 1 ) are comparable to those observed in related structures ). The molecule exists in a trans configuration with respect to the acyclic C═N bond. The dihedral angle between the two benzene rings is 62.37 (9)°. An intramolecular C-H···O hydrogen bond is observed.
In the crystal structure, intermolecular N-H···O and O-H···O hydrogen bonds link adjacent molecules into a ribbon along [110] (Table 1 and Fig. 2 ).
Experimental 5-Hydroxy-2-nitrobenzaldehyde (1.0 mmol, 167.1 mg) and 2-chlorobenzohydrazide (1.0 mmol, 170.0 mg) were dissolved in a methanol solution (30 ml). The mixture was stirred for 30 min at room temperature. The resulting solution was left in air for a few days, yielding colourless block-shaped crystals.
Refinement
Atom H2 was located in a difference map and refined with the N-H distance restrained to 0.90 (1) Å. The remaining H atoms were positioned geometrically [C-H = 0.93 Å and O-H = 0.82 Å] and refined using a riding model, with U iso (H) = 1.2U eq (C) and 1.5U eq (O). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.21511 (7) 0.78685 (7) 0.05703 (5) (7) 0.0475 (8) 0.0143 (6) 0.0243 (7) 0.0128 (6) N3 0.0455 (9) 0.0406 (8) 0.0619 (11) 0.0148 (7) 0.0141 (8) 0.0196 (7) O1 0.0609 (8) 0.0432 (7) 0.0561 (8) 0.0249 (6) 0.0327 (7) 0.0191 (6) O2 0.0643 (10) 0.0625 (9) 0.0756 (10) 0.0356 (7) 0.0338 (8) 0.0261 (8) O3 0.0729 (11) 0.0925 (12) 0.0715 (11) 0.0404 (9) 0.0110 (9) 0.0382 (9) O4 0.0463 (7) 0.0567 (8) 0.0628 (9) 0.0224 (6) 0.0302 (6) 0.0280 (7) C1 0.0368 (9) 0.0324 (8) 0.0399 (9) 0.0056 (6) 0.0127 (7) 0.0077 (7) C2 0.0363 (9) 0.0340 (8) 0.0438 (9) 0.0088 (7) 0.0106 (7) 0.0103 (7) C3 0.0490 (10) 0.0395 (9) 0.0454 (10) 0.0083 (8) 0.0141 (8) 0.0176 (8) C4 0.0428 (10) 0.0447 (9) 0.0441 (10) 0.0073 (7) 0.0198 (8) 0.0149 (8) C5 0.0382 (9) 0.0376 (8) 0.0419 (9) 0.0089 (7) 0.0143 (7) 0.0086 (7) C6 0.0394 (9) 0.0371 (8) 0.0411 (9) 0.0100 (7) 0.0154 (7) 0.0138 (7) C7 0.0382 (9) 0.0384 (9) 0.0489 (10) 0.0135 (7) 0.0182 (8) 0.0134 (8) C8
0.0334 (8) 0.0372 (8) 0.0349 (9) 0.0093 (7) 0.0112 (7) 0.0078 (7) C9 0.0366 (9) 0.0319 (8) 0.0410 (9) 0.0083 (6) 0.0163 (7) 0.0079 (7) C10 0.0363 (9) 0.0426 (9) 0.0426 (10) 0.0083 (7) 0.0141 (7) 0.0124 (7) C11 0.0512 (11) 0.0585 (11) 0.0399 (10) 0.0129 (9) 0.0199 (9) 0.0123 (8) 
